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Gene Description Log2FC P _value
IL10RA Interleukin 10 receptor subunit alpha -4.4 0.040723
IL15 Interleukin 15 -3.3 0.035019
IL1B Interleukin 1 beta -4.1 0.025039
IL7 Interleukin 7 -39 0.005077
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Table 2. KEGG pathway map of the cytokine—cytokine receptor interaction pathway highlighting the
downregulated genes (IL1B, IL7, IL15, and IL10RA) (Kanehisa & Goto, 2000).
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Figure 1 - KEGG pathway of cytokine-cytokine receptor interaction. Downregulated genes in Raman-
drradiated chicks (IL1B, IL7, IL15, and IL10RA) are marked with red boxes
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Figure 2 - KEGG pathway map of cytokine-cytokine receptor interaction (Kanehisa & Goto, 2000).
Downregulated genes in Raman-irradiated chicks (IL1B, IL7, IL15, and IL10RA). These four genes are

interconnected through a complex network of direct and indirect interactions.
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Table 3 - Structural comparison of three downregulated proteins IL1B, IL7, and IL15 (Finn et al.,

2016).
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Figure 2 - Three-dimensional structures of IL1B (pB-trefoil), IL7 and IL15 (four-o-helix bundle) based on
the Pfam database (Finn et al., 2016).
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