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Table 1. Summary of countries and breeds studied in the study of X chromosomes related to feed intake, feed
efficiency and growth in beef cattle.

)5S ol
. Huaxi (Simmental+ Charolais+ Sanhe+
China .
Mongolian)
United States Hereford
United States Hereford
United States SimAngus(Simmental+Angus)

ool 0,90 WYL j0 bosls jLSLw .Y Jgus
Table 2. Data structure in articles.
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P, oo 030l o3 - ERPERT o £35°955
EN; Gt Gt
2.309x107 KIAA1210, PGRMC1 202 growth 24@23'%? 3551 3550 X
3.034x10710 ZNF75D 202 growth 6-month —ya015 18011 X
weight
) LOC100296529 6-month
8 3
4.355x10 LOCL00848052(1CRNA) 202 growth weight 28965 28960 X
1.074x10°° TMLHE, CLIC2 202 growth Gv\';g?;;? 35670 35668 X
8.390x10710 PRRG1 202 growth  1ZMOMh 66005 106201 X
weight
Feed mid-test
3.2x1072 MAOA, MAOB 849 e metabolic 105010 105000 X
efficiency -
weight
Feed mid-test
4.6x10°2 MAGEB16, LOC786694 849 e metabolic 113002 113000 X
efficiency -
weight
LOC112445136 6-month
—18 3
1.103x10 LOCTEATAL(ORNA) 202 growth weight 123879 123875 X
Feed mid-test
2x10°2 ANOS1 849 e metabolic 145001 145000 X
efficiency -
weight
Feed mid-test
1.6x1072 NLGN4X 1238 . metabolic 148006 148000 X
efficiency weight
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Figure 1. Analysis of protein interactions and gene interaction network associated with candidate genes on the X
chromosome in beef cattle.
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Figure 2. Manhattan plot of log10 results (p-value) reported from previous studies for the X chromosome.
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Figure 3. Manhattan plot of the results of the combined meta-analysis for the X chromosome.

G558 S o el l o ol (L ¥ USCE &y s | (6 ot (slasgls ¥ IS o (Uulosl 3) oS 5 lows

-log10(p-value) = VA jlaie b GLBL VYF-1YY) oogamme X pg)909,5 (2lol b jo o] o 5L a5 o soaline
@ i Judo ol ols &l -loglO(p-value) = 10 sga> o gl sme S 5 GLKe YP-Y) Sl aml ol ood

QTL) clas ousS S ol jaseis cds (g (alS b g ol Jlo oo s0s3) (>lo 5] (6t olaws olulis
(Goddard & Hayes, 2009) sls 15811, 28l

SoalS (0935 sLaurBgo

9% 9 .\...u) Slaw L: FLERWW X ﬁj)ﬁ“’ﬁ; B )‘OGULA 4.A_‘>l.: Can LSILMJLH» L e GWAS 6[&0&‘& J».L?u‘)ﬁ J....L?u

Jolis s wins lolis p-valUe ol oo 5 sl sl s, 5l solicl b ol ol (F o) aieds oo STos
S oo il ol 0o 5 0l ) cpmd e )0 ot Sla S 45T siiwn (58500 (sla;
ZNF75D :3Lels YARNO-VARY Al

s a5 <l (Zine Finger Protein 75D) ZNF75D 5 Jols g o oluls -logl0(p-value) = 4/0Y L a>b !

g Ay g lgi co g osle iE st syl le el jo 5 ol el (g5, il slo iy 0olgils  cngig, He S



V7 Oes 5 soline X p95909,5 (0955 Slbls )| Julol 8

Ysoso KRAB-ZNF ¢4 5l (omssis, sla,e:51 (LUPO et al., 2013; Stubbs et al., 2011) s,li% ;56 gt glie

m)low.n., Lmu) QL"’ &30 w...b.u)éj ;.\HSGA J.o..csmayj) ksLboJ...SUBS).m u‘g.«&d.:

(g5 SBglE 50 by g STh95 (5390542 9 B e b a0 X pg3909,5 53 ool Cawd 41 (09 slCurdge ¥ Jgax
Table 3. Genomic positions obtained on the X chromosome, associated with feed intake and efficiency and growth
in beef cattle.
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