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Table 1. Name, position and log2(fold_change) criterion of significant indicator genes between subgroups 1 and 2 in
the female honey bee embryo group

o5 e Condga log2(fold_change) ,Lxs /5
LOC726629 CM009939.2:8481383-8483045 11/05
LOC100578532 CMO009937.2:13787242-13788394 10/92
LOCA409512 CMO009941.2:8305073-8311070 10/50
LOCA409827 CM009943.2:4412873-4430065 10/47
LOC102656497, CMO009939.2:8460196-8473671 10/22

LOC107965005, LOC411330
LOC412825 CMO009938.2:4014982-4058666 10/10
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Table 2. Name, position and log2(fold_change) criterion of significant indicator genes between subgroups 1 and 3 in
the female honey bee embryo group

o5 b CaxBye log2(fold_change) ,Lxs ;l5ue
CPR21 CM009932.2:2947712-2949976 12/78
LOC409962 CM009943.2:4851039-4853788 12/68
CSP3 CM009935.2:2779892-2781325 12/22
LOC724721 CMO009931.2:6488672-6491733 12/17
LOC100576170 CM009939.2:2032179-2034772 12/15
LOC725823 CM009945.2:4537809-4539797 11/71
LOC100576161 CM009939.2:10070967-10072348 11/02
LOC552277 CM009932.2:14003970-14007168 10/93
LOC726229 CM009945.2:4604121-4605717 10/90
LOC113219006, LOC724477 CM009939.2:2992355-3008901 10/80
LOC413936 CM009934.2:2735355-2801809 10/68
LOC107964997 CM009939.2:8484061-8489673 10/62
LOC724236 CM009931.2:15261404-15335925 10/59
LOC100577908, LOC410058 CM009942.2:1462143-1478179 10/58
LOC100576901, LOC410944 CM009933.2:6026075-6075595 10/50
LOC410452 CM009943.2:5988747-5993569 10/47
LOC411273 CM009938.2:7831568-7840699 10/46
LOC408961 CM009938.2:5142433-5265565 10/37
LOC726995 CM009943.2:1090053-1095897 10/30
JHBP-1 CMO009937.2:1964641-1971930 10/24
LOC411569 CM009945.2:5103489-5150961 10/22
LOC100577504 CM009941.2:171597-192617 10/14
LOC725541 CM009942.2:4235636-4253032 10/11
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Table 3. Name, position and log2(fold_change) criterion of significant indicator genes between subgroups 2 and 3 in
the female honey bee embryo group

o5 ek CanxBye log2(fold_change) ,Las ;l5me
LOC725823 CMO009945.2:4537809-4539797 11/61
LOC107965773 CMO009943.2:1190473-1192276 11/25
CPR1 CMO009941.2:6504969-6506682 11/13
CPR21 CMO009932.2:2947712-2949976 10/73
LOC726206 CMO009945.2:4601354-4602416 10/71
LOC100577908, LOC410058 CMO009942.2:1462143-1478179 10/49
LOC726185 CMO009945.2:4598217-4599359 10/36
LOC726995 CMO009943.2:1090053-1095897 10/34
CPR2 CMO009941.2:6511776-6512902 10/30
LOC724721 CMO009931.2:6488672-6491733 10/30
LOC726229 CMO009945.2:4604121-4605717 10/29
LOC408538 CMO009945.2:4563488-4567608 10/09
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Table 4. Name, position and log2(fold_change) criterion of significant indicator genes between subgroups 1 and 2 in
the male honey bee embryo group

o5 b Caxdge log2(fold_change) ,Lxs ;e
LOC100578920 CM009944.2:2601944-2612476 10/16
LOC409827 CM009943.2:4412873-4430065 10/08
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Table 5. Name, position and log2(fold_change) criterion of significant indicator genes between subgroups 1 and 3 in
the male honey bee embryo group

o5 b CaxBye log2(fold_change) ,Lxs ;l5ue
LOC408538 CM009943.2:4492568-4511062 11/95
LOC725823 CM009945.2:5103489-5150961 11/82
LOC409962 CM009931.2:15261404-15335925 11/40
LOC725729 CM009939.2:2032179-2034772 11/30

LOC100578617, LOC408414 CM009931.2:6481219-6485582 11/25
LOC411569 CM009932.2:14369040-14527631 11/18
LOC724236 CM009938.2:5142433-5265565 11/18

LOC100576170 CM009931.2:6488672-6491733 11/15
LOCA412458 CM009939.2:2032179-2034772 11/06

Tpnl CM009945.2:4598217-4599359 11/06
LOC408961 CM009941.2:6511776-6512902 11/04
LOC724721 CM009932.2:2920895-2925787 10/97

LOC100576170 CM009934.2:3482599-3485558 10/91
LOC726185 CMO009942.2:1462143-1478179 10/86

CPR2 CM009934.2:8067739-8101998 10/77

CPR17 CMO009931.2:14233501-14243986 10/74
LOC726980 CM009943.2:4394431-4412453 10/57
LOC100577908, LOC410058 CM009936.2:5459330-5663854 10/55
LOC100578446, LOC113218719  CM009937.2:13434188-13448355 10/35
LOC724636 CM009932.2:14003970-14007168 10/25
LOC409826 CM009937.2:10732892-10751840 10/18
LOC100577819 CM009943.2:4492568-4511062 10/12
LOC551089 CM009945.2:5103489-5150961 10/11
LOC552277 CM009931.2:15261404-15335925 10/05
LOC409619 CM009939.2:2032179-2034772 10/02
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Table 6. Name, position and log2(fold_change) criterion of significant indicator genes between subgroups 2 and 3 in
the male honey bee embryo group

o5 b Caxdge log2(fold_change) ,Lxs ol
LOC725823 CMO009945.2:4537809-4539797 11/20
LOC408538 CMO009945.2:4563488-4567608 10/76
LOC724236 CMO009931.2:15261404-15335925 10/58

CPR17 CM009932.2:2920895-2925787 10/36
LOC726206 CMO009945.2:4601354-4602416 10/28
LOC724917 CMO009945.2:9516191-9526640 10/21
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Table 7. Name, position and log2(fold_change) criterion of significant indicator genes of subgroup 1 between the two
groups of male and female honey bee embryos

o5 b Cosdge log2(fold_change) Las /5
LOC100577498 CMO009937.2:13516652-13628255 -4/71
LOC102656216 CMO009932.2:10576693-10650279 -4/059

LOC408600 CM009931.2:10227100-10460226 4/01

LOC413204 CMO009936.2:1643402-1646323 4/11
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Table 8. Name, position and log2(fold_change) criterion of significant indicator genes of subgroup 2 between the two
groups of male and female honey bee embryos

o5 b CxBye log2(fold_change) ,Lxs ;l5ee
LOC724796 CMO009931.2:14442379-14450434 -4/76
LOC726677 CM009943.2:2836481-2839738 -4/48
LOC725903 CM009939.2:10117120-10119708 -4/31

LOC100577696 CM009943.2:5614910-5637762 -4/08
LOC726150 CM009941.2:11178040-11199306 -4/06
LOC726554 CM009932.2:32252-45921 4/00
LOC408817 CM009934.2:5036831-5045401 4/01

LOC113219293 CM009946.2:338750-595938 4/08

Obp9 CM009945.2:6324936-6335391 4/17
LOC410370 CM009942.2:8215683-8218566 4/20
LOC409203 CMO009941.2:10422252-10522338 4/21

LOC100576513 CM009942.2:4273819-4276506 4/23
LOC551632 CM009932.2:23380-31238 4/24
LOC102655223, LOC413270 CM009940.2:3229705-3254728 4/30
LOC409650 CM009940.2:10889540-10900273 4/33
LOC409557 CM009938.2:9160104-9500553 4/45
LOC100576096 CM009938.2:3541294-3550361 4/57
LOC100578316, LOC107965070  CM009940.2:10938053-10944354 4/60
LOC100578389 CM009931.2:13215322-13282394 4/60
LOC100576271 CM009939.2:6751155-6764653 4/61
LOC102656871 CM009938.2:5542105-5548397 4/62
LOC102654271 CMO009934.2:4195154-4213961 4/67
LOC102654646 CM009945.2:3850379-3853959 4/71
LOC408959 CM009938.2:4506405-4555900 5/03
LOC102654070 CM009940.2:10678688-10769226 5/09
LOC551805 CM009937.2:10610889-10614738 5/65
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Table 9. Name, position and log2(fold_change) criterion of significant indicator genes of subgroup 3 between the two
groups of male and female honey bee embryos

o5 ek Cuxdg0

LOC727522 CMO009931.2:13311174-13319041
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