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Table 1- The amount and materials used in the cDNA synthesis reaction
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Table 4- The Materials and amounts used in each Real Time PCR reaction
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Figure 1- Quality of the extracted RNA from two samples on 2% agarose gel
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Figure 2- Electrophoresis of cDNA synthesized with B-actin primer on 1% agarose gel

ISy STy 5 9 (F US) IGF2 5 God sl comie jo alB SO s candllan (ol 5o W Cwd & gl 4y azgi b

S| w..5|5 Q"‘ 3o u;aLa.\}‘ J},a.?oo AS.’ A.J}.’ OMQUL».: a5 & earlie PCR u.:Us.»a.‘?u (f’

dF WA T

aswly el 4o IGF2 (45 Ggd (oo —F S
Figure 3- The melting curve of IGF2 gene in the back (loin) muscle tissue
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Figure 4- The melting curve of B-actin gene in the back (loin) muscle tissue
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Figure 5- The amplification curve of IGF2 gene in back (loin) muscle tissue
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Figure 5- The amplification curve of B-actin gene in back (loin) muscle tissue
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Figure 7- Electrophoresis of Real Time PCR products of IGF2 gene on 1% agarose gel
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Figure 8- IGF2 gene expression in back (loin) muscle tissues, femur (leg) muscle, humeral muscle and

back fat. Comparison of means (mean of three replicates) using one-way ANOVA test. Averages that
have at least one letter in common do not have a statistically significant difference. P<0.05 was considered

as a significant level.
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