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Table 2- Information related to the first changes made in the length of the gene (variants, transcripts and
types of mutations observed in the BOLA gene and bta-mir-11979) in the present study
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number position base base Transcript ID type of mutation

23 28720811 A C ENSBTAT00000031167 splice_region_variant &
synonymous_variant

23 28721182 A G ENSBTATO00000035878 missense_variant

23 28721338 A G ENSBTATO00000082434 upstream_gene_variant

23 28721343 G A ENSBTATO00000082434 upstream_gene_variant

23 28721587 G C ENSBTAT00000082694 splice_region_variant &

intron_variant

23 28721934 T C ENSBTAT00000035878 synonymous_variant

23 28721950 G T ENSBTAT00000035878 missense_variant
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Table 3- Information related to the second changes made in the length of the gene (variants, transcripts
and types of mutations observed in the BOLA gene and bta-mir-11979) in the present study
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23 28720811 A C ENSBTAT00000082434 upstream_gene_variant
23 28721182 A G ENSBTATO00000031167 missense_variant
23 28721338 A G ENSBTATO00000035878 intron_variant
23 28721343 G A ENSBTATO00000035878 intron_variant
23 28721587 G C ENSBTATO00000082434 upstream_gene_variant
23 28721934 T C ENSBTATO00000031167 synonymous_variant
23 28721950 G T ENSBTATO00000031167 missense_variant
23 28721955 A G ENSBTATO00000031167 synonymous_variant
splice_region
23 28722129 G A ENSBTATO00000031167. variant&intron
variant
23 28722190 C T ENSBTATO00000035878 intron_variant
23 28722598 A C ENSBTATO00000035878 intron_variant
23 28722927 T G ENSBTATO00000035878 intron_variant
23 28723237 T A ENSBTATO00000031167 missense_variant
23 28723238 C A ENSBTATO00000031167 stop_gained
23 28723243 G T ENSBTATO00000031167.5 missense_variant

J=e ,5 e Splice_region_variant & synonymous_variant . a.sls ie> :Stop gained . xs & ige Missense variant::
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@ (G35 Al i) p,095885 5 lawgs ool odg (ol (S giw SO (IFN-T) ol 19,8 2] oS leseis o (Eul
Iy o s S il as sl (g )lo )b aseis Jole SO lgams IFN-T .l (6500 )L sl 6l galdS Jole G lgie
(BOLA) 545 eI 5 51 g MICTORNA Lo 10 IFN-T 45 col sus slgiin S o pulaid FoisSlg5eis 1o
gl o>, slocdl o BOLA 5w o>, cél o bta-miR-204 L, galS Las s s ol ol adllas aisl L5s
Jsb ;o BOLA (Lo isl38l sl bta-miR-204 Ls g8 o b ol 5Sae IFN-T .ol oo (2al581 (6,18,L blsl jo (5
256 T Jsho ol ol p BOLA lais b IFN-T a5 0 slpiiy cpuizmed 035 Joe o8 j0 i 035 aill 0,90
O Dol iaS aSlls o, s (Wang et al., 2021) oS o pedais 1) lo,b slogls (g5l poul amil jo g ailds
9 ) JSWJ 5o GI5SJ5.4 s cli.i..;'l.n)'i s ools C"L“’ u*’L“‘ » STRING ools o&b )l oolawl b I C.‘a.w BN BOLA
B2M (slo 5 alox 5l alises ()5 Can b Ll 5590 o5 a5 ol las sl Cawd s gl ol oo ools lis £ Jgax

Sl plie 25,0 RPA2 4 CDSA

O35 90 o oualino sl £99 g uligigy il Hls) of Jab )0 oud Sloxy | Ol (o g 43 by o Olelbl -F Jgu
polo Sibgs o (bta-mir-11979 3 BOLA

Table 4- Information related to the third changes made in the length of the gene (variants, transcripts and
types of mutations observed in the BOLA gene and bta-mir-11979) in the present study
<l ylg wlelUbl 05 Job dlacel yo suds sl Ol purdd’ (a0 g
Variant information Third changes in gene sequence

P93909sS oled  Gier Cusdse  lolil oSl st Coigiy) awlids TG £y
Chromosome  Mutation  Reference Replaced Transcript ID type of mutation
number position base base
23 28720811 A C ENSBTATO00000035878 downstream_gene variant
23 28721182 A G ENSBTAT00000082434 upstream_gene_variant
23 28721338 A G ENSBTATO00000031167 intron_variant
23 28721343 G A ENSBTATO00000031167 intron_variant
23 28721587 G C ENSBTATO00000035878 intron_variant
23 28721934 T Cc ENSBTAT00000082694 synonymous_variant
23 28721950 G T ENSBTATO00000082694 missense_variant
23 28721955 A G ENSBTAT00000082694 synonymous_variant
23 28722129 G A ENSBTATO00000082694 spIice_regio_n_variant&intron
23 28722190 C T ENSBTAT00000031167 intrgﬁg\i‘gﬁiant
23 28722598 A Cc ENSBTAT00000031167 intron_variant
23 28722927 T G ENSBTATO00000031167 intron_variant
23 28723237 T A ENSBTAT00000082694 missense_variant
23 28723238 Cc A ENSBTATO00000082694. stop_gained
23 28723243 G T ENSBTAT00000082694 missense_variant

J=e o i Splice_region_variant & synonymous_variant . asls e StOp gained . xs o ig> Missense variants
intron_variant . e oo (i SyNnonymous_variant .5 cwollb b o i Upstream_gene_variant MRNA 1,
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Table 5- Information related to the fourth changes made in the length of the gene (variants, transcripts
and types of mutations observed in the BOLA gene and bta-mir-11979) in the present study

<aly,ylg wle U o5 Jab dlazel 10 ouch olomyl ol ysdi (o )loe
Variant information Fourth changes in gene sequence

P3990, o)l iz Camdge  lolib 3Kl b Culbgig y duwlid T g9
Chromosome  Mutation  Reference Replaced Transcript ID type of mutation
number position base base
23 28720811 A C ENSBTAT00000082694 intron_variant
23 28721182 A G ENSBTATO00000082694 intron_variant
23 28721338 A G ENSBTATO00000082694 intron_variant
23 28721343 G A ENSBTATO00000082694 intron_variant
23 28721587 G Cc ENSBTATO00000031167 intron_variant
23 28721934 T Cc ENSBTATO00000082434  upstream_gene_variant
23 28721950 G T ENSBTATO00000082434  upstream_gene_variant
23 28721955 A G ENSBTATO00000082434  upstream_gene_variant
23 28722129 G A ENSBTATO00000082694 intron_variant
23 28722190 C T ENSBTATO00000082694 intron_variant
23 28722598 A Cc ENSBTATO00000082694 intron_variant
23 28722927 T G ENSBTATO00000082434  upstream_gene_variant
23 28723237 T A ENSBTATO00000082434  upstream_gene_variant
23 28723238 C A ENSBTATO00000082434  upstream_gene_variant
23 28723243 G T ENSBTAG00000054323  upstream_gene_variant

s ez Splice_region_variant & synonymous_variant . ausls ie> Stop gained . _se oy iy :Missense variant::
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Figure 1- Network of interaction of BOLA gene protein using STRING database. The red node shows the
BOLA gene.
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Table 6- Information of proteins in the interaction network with BOLA protein

OfSsn g jlais pl
Abbreviation of protein

OeiSan Jol ol
Full name of protein

Biological role of protein

(Slzalojl ol ) 5kl
Score
(Experiment)

SIS S e s 4 S b 05 T W) o

B2M Beta-2-microglobulin It is involved in providing peptide antigens to 0.607
the immune system.
)8 A g s 4 (s 52 05 B W) o
ENSBTAP00000058374 Beta—2-microglobulin It is involved in providing peptide antigens to 0.607
.the immune system
Ohlailies T Jslos o5 5T 0035 30 0lgils ) (gliael
MG BOVIN DUF1968 domain- = onbe dsie (o 01 88 0, Soe ishion <30
C47_BO containing protein Members of this family are found in the T - 0.56
cell receptor. Their precise role has not yet
been determined.
9 5 5 e S Sl ks Sy9e pealog 2B s
icati i DNA s;Lusibon
RPA2 Replication protein A2, . L.;) o - 0.541
32kDa. Heterodimer protein needed for repair,
recombination and DNA repair.
i Dy K Selgen oS g 5 g3leasilen
RPA_C domain- . L
ENSBTAP00000069432 . . It plays a role in the replication and 0.541
containing protein. -
homologous recombination.
RPA C domain Sl il Selgen oS g g (giluaiilen ;o
in- . L
ENSBTAP00000070264 = . It plays a role in the replication and 0.541
containing protein o
homologous recombination.
2 e glo k)0 5 o)l el Fly )0 et SRE
plsl 1) (it slad Shoe (2o 5 ()15 Jalge 2l
T-cell surface RO
CD8A glycoprotein CD8 alpha It plays an important role in the immune 0.536
chain response and performs different functions in
various responses to external and internal
factors.
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