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PIK3C2B,PIK3C2G, TTC7B
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G0:0048369: Regulation of
calcium ion transport 28 ATP1B1, ATP2B2, ATP2C2, CXCL9,
F2RL3, ANK2, ATG5, BEST1,
CAMK2A, CASQ1, CTNNBLI, F2,
HOMER1, JPH3,PIK3CG, PLN, PLCG2, 6/0E-3
PML,PRKCE, PRKD1, P2RX7,
SLC9A1, STIM1, TRPC1, TRPC3,
UBQLN1, UBASH3B, WFS1
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Re uﬁg;?]ogfgaz: acid 10 ABCD2, ERLIN1, WDTC1, ACACB,
% FAT O Erabolic brochcs ACADVL, APOCS3, IRS1, PIBFI, 6/8E-2
P PDK2, SLC45A3
reguggt;%ogfzrgeizgig:ltt;vgiotic 29 CD180, CD226, CD24, DHX58, F2RLL,
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ANKRD17, LOC101106452, CRTAM,
SCS HSPD1, HRG, IL12A, 1L12B, KLKS5, 3/1E-2
KLK7, LRSAM1, LY86, LY96, MAPK3,
NOD1, PGC, PRKCA, PUM1, PUMZ2,
RIPK2, TRIM15
G0:0009605: Response to 924 CACNA2D1 2/6E-2
external stimulus
GO: Regulation of response to 599 EGFR, HSP90B1 2/6E-2
stress
G0:0009617: Response to 199
bacterium ANXA3 3/3E-2
G0:0000096: sulfur amino acid
% PRO metabolic process 6 MTRR, NOX4, CN-:-S.I’.CBS’ MTHFDI, 7/2E-3
GO: signal transduction by 60 BANK, BARP, CCR5, EPHA7, EPHBL, 3/4E-2

protein phosphorylation

ERCC6
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' Lipoprotein transport

" huntingtin-interacting protein

" Regulation of calcium ion transport

¥ plasma membrane calcium ATPase

® Peptide hormone processing

* Regulation of fatty acid metabolic process
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' Positive regulation of response to biotic stimulus
¥ Response to external stimulus

" Regulation of response to stress

¥ Response to bacterium
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