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- Interferon-stimulated genes
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Table 1: The specific primers used to amplification the Mx gene

odd S askad Jsb

el o "
The length of the amplified R <
p Primer sequence Gene
ragment
F5'GCACTGTCACCTCTTAATAGA-3'
299 Mx

R5'GTATTGGTAGGCTTTGTTGA-3'

i )l 90 T L eaijle 88 Jealljgiws Gl o S5lel g a55tlS s Yo 5 VY b @ gym 5 90ty ST Job

-IVd PCR (10X) 5L ydg, e YO DNA (o556 Voo -0+ d505) g, Se ¥ Juls PCR STy .o 5.3,
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Table 2: Temperature program used to amplification the Mx gene

Time L L.s Temperature Steps J>1,e
3 95 adsl g3l dis yuly
Initial denaturation
307 Gl A puly
95 denaturation
307 65 S5l Jlas!
Annealing
307 72 L
Extension
107 72 ol s

Final Extension

MX o5 HPY8I cs“)"T ad Gl p3Y Slgo ¥ Jgoo
Table 3: Ingredients for the HPy8I enzyme digestion of the Mx gene

(il 9 ,500) o> slge
Volume (Micro Liter) Materials
10 PCR Jsae
Product
1 A
Buffer
0.5 pogsy
Enzyme
18.5 o
H,0
30 I o
Total

woyd S 58T U5 5 g il g, ) ol s gl coS S8 4y el (95 aiged) -+ I DNA
MX o5 s5b YA andad .(V JS2) 0l oo comlin Sirgh aslsl gl oo ] el DNA i g oS wls ylis

33,5 39032 PR Jpama 3 sl 3 38,5 255 Silge s olSias
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Fig 1: Electrophoresis of the DNA on agarose gel (1%)
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Figure 2 : PCR products (299 bp), on the 1.5% agarose gel. M: Molecular Marker 100bp.

o HDYBI o 05T Lasss (o (sl yo MIX (55 (505 53 ukr Y33 aale on 31 ol (55,985,250 (555

YA b aw ) AG 5 (55b e YA L) AA (5L cax Ve v 539 wib) GG Lwsgy iawsls 5 ascine | (il 5651

09 Sy i 95 gl £lgil g HPYBI (olais! o 35T 4 MX 15 s 51 Juol> oY guazo 55999 ,5801 11 S
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Figure 3: Electrophoresis of digestible products with Hpy8l Restriction enzyme and genotype patterns of
Khuzestan native chickens. Molecular Marker 100bp.
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(Malek et al., 2014)
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Table 4: Genotypic and allelic frequency of Mx gene digested with Hpy8l enzyme in native chickens of
Khuzestan province

SHT Sl

Allelic frequenc w9 slsS - v e

G 9 X\ Genotypic frequency Number Genotype City
0.8 40 AA

0.15 0.85 0.1 5 AG G
01 5 GG Mollasani
0.45 9 AA a

0.47 0.53 0.15 3 AG Sy
0.40 8 GG Andimeshk
0.40 12 AA .

0.46 0.54 0.27 8 AG o
0.33 10 GG shush

Slazszr jo ugpgid Collad Caz (S5 LSl plyie 4 MX o (ISsair ololis jshaie 4 a5 Jlaghy o

35 9 Bar wsilS g Cuadge ;0 GG AG AA S5 aw aS ol (Les PCR-RFLP 5l Jol> 2l (28 )5 & g0 pae

51 ien CEY) A ioles] 0,90 OB Xy 5o palie H1 Slaly 0,0 0525 £ 0 axlllas 3,50 s g g LI plos ;o MX

Syl cislle yol> ragh bt boead (5,155 mls a5 e B8, olea ;0 (YY) G Lules JT Lawgie Jlgl )3
(Hassanane et al., 2017)
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Table 5: Observed heterozygosity and expected heterozygosity of Mx gene for native chickens of
Khuzestan province

S 3 y90 sy 5 yin o o line emsgSs 39 b wgod Slasi e SIS 4y (5 ol
Expected heterozygosity Observed Heterozygosity Number of sample
0.25+0.01 0.10+0.03 50 S
Mollasani
0.49+0.02 0.15+0.04 20 Senng !
Andimeshk
0.49+0.01 0.26+0.03 30 Shogd
Shush
0.41+0.08 0.17+0.04 33.3+8.8 3wl slas g (puKileo
Mean + SE

MX (55 oSl sy (Suids 955 oazowl b 17 Jgur
Table 6: Genetic variety of Parameters for the Mx Gene

(Ne) ygo JIT o3l (Na) 2319 W7 oluss () pgites Sl @il F) o a5l g
Effective number of alleles Observed number of Shannon' s Information Fixation Indrx city
alleles Index
1.34 2 0.42 0.60 S
Mollasani
1.99 2 0.69 0.69 WY
Andimeshk

1.99 2 0.69 0.46 g
Shush

177 2 0.60 0.58 il
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