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Table 1. Temperature and time program PCR for replication of 294 bp of TGFg3 gene
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Figure 1. PCR product quality
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Table 3. Statistical and genetic parameters estimated by the Application pop-gene gene TGFB3
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Table 4. Mean of the least squares and standard error of growth traits based on TGFB3 genotypes in broiler
chickens Ross strain

S PS5
genotype
N AA AB BB P-Value
Trats
Siia #0509
Body weight at 6 week 2500.4+25.47 2543.7+£20.65 2502.02+51.46 0.33
Y o 1727.2+18.2 VYOO FEV/55 1764.4+36.5 0.35
Carcass weight
e alle O 579.5+7.49 OVANVES )Y 569.11+12.92 0.51
Chest weight
ob o 485.85:6.20 B-FIFLFTIY 5284441 0.08
Femur weight
. J: d”. 200.78+19.45 203.53+1.28 195.22+4.15 0.09
Wing weight
=5 009 380.55+5.14 390.80+3.51 380.72+9.53 0.19
Back weight
‘S’P ©J2 26.34+1.09 26.24+0.91 25.92+2.46 0.65
Abdominal fat
asy 059 ey
Percentage of carcass 68.82+0.46 68.97+0.38 71.25+2.2 0.039*
weight
diew alae 039 o,
. 23.02+0.34 22.78+0.23 22.47+0.30 0.19
Percentage of chest weight
I
o0k 19.42+0.21 19.90+0.14 20.7+0.10 0.003*
Percentage of femur weight
Jeoiger 8.05:0.06 8.02::0.05 7.8£0.12 0.57
Percentage of wing weight
S Odg 250 15.40+0.04 15.33+0.18 15.88+0.34 0.35

Percentage of back weight

D (2T By ey
Percentage of abdominal 1.05+0.07 0.94+0.08 -0.91+0.06 0.25
fat
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Figure 3. Results of sequencing of AA genotype
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Abstract

In this research in order to identify the part of the gene polymorphism transforming growth factor
beta-3 (TGFps) in broiler chickens Ross, polymerase chain reaction technique and single-strand
conformation polymorphism (PCR-SSCP) were performed. For this purpose randomly selection was
done between 200 chicks and selected chicks were bled, and genomic DNA was extracted. To
determine the quality of the DNA extracted 1% agarose gel was used. Then, by using a pair of specific
primers through polymerase chain reaction (PCR) gene fragment with the size of 294 bp from parts of
fourth introns and entire fifth exons of the gene was amplified, and finally to determine the bands
acrylamide gel and stained with silver nitrate were used. The analysis of band patterns lead to identify
three band patterns AA, AB and BB, with 0.52, 0.42 and 0.06 frequency, respectively. Two alleles A
and B, with a frequency of 0.73 and 0.27 in the study population was also identified. Shannon index
and effective number of alleles for the TGF3 gene were 0.5833 and 1.6507, respectively. To confirm
the results of PCR-SSCP some samples of each genotype were sequenced directly. Compare of least
squares mean different genotypes showed that the gene polymorphism TGFB3 has significant relation
with leg weight and carcass traits.
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