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Table 1. Genotypic and allelic frequency in CTSK gene locus in AfsharixBooroola-Merino
crossbred sheep

g o3l w555 Syl NN s e P value
Sample size Genotypic frequency Allelic frequency X2
GA GG A G
97 0.26 0.74 0.13 0.87 0.53¢ 0.035
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Table 2. Genetic diversity parameters for the CTSK gene locus
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ool oulie S 9i>)5]..m 0.26
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Nei index '
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Shannon index (1)
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Table 3. Values of carcass traits and blood parameters for genotypes of CTSK gene

(SE£,Sile) olaw ]
Traits Genotype P value
Traits (mean + SE) GA GG
(0,2) 42¥ s 43.37+0.45 42.76+0.27 0.31™
Carcass weight (%)
(20,2) Slould (35 4.65:0.37 3.65:0.24 0.45™
Waste weight (%)
e a0 48025 6.5:0.33 0.026"
Fat-tail weight (percent)
Sy 2y Cwbhs s
Back-fat thickness «cm) 0.28+0.04 0.33:0.02 0.15
shae Selss 2.2140.08 2.4+0.05 0.037
Muscle thickness (cm)
Muscle cross-sectional 9.3+ 0.48 10.7+0.31 0.045
(cm?)
VLDL (mmol/l) 3.84 +0.22 3.76+0.13 0.022
a5 49.07 226 47+ 1.63 0.020
Cholesterol (mmol/l)
I/l $ <y
(MMOYD %2 yewalt (55 18.19+0.38 18.62+0.22 0.1m

Triglyceride (mmol/l)
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ns and s non-significant difference (P > 0.05) and significant difference (P < 0.05), respectively
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Abstract

In order to study of polymorphism in exon 6 of CTSK gene and its association with carcass traits
and blood parameters in AfsharixBooroola Merino sheep, blood samples were collected from 97
lambs of animal husbandry station of Zanjan University. DNA was extracted using phenol-chloroform
method and a fragment of 500 bp from CTSK gene was amplified with polymerase chain reaction
(PCR). The binding patterns for all animals were determined by single stranded conformation
polymorphism (SSCP) and then sequenced. For this gene, two binding patterns of GG and GA were
identified with the frequencies of 0.74 and 0.26, respectively. Chi-square test (x2) showed that this
population was not in the Hardy-Weinberg equilibrium. Results showed that genotype of GG was
significantly associated with increased of tail weight, muscle thickness and muscle cross-sectional area
and decreased of cholesterol and VLDL traits. However the more investigations with larger sample
size are necessary in future for usage from this locus in breeding programs based on marker-assisted
selection.

Keywords: AfsharixBooroola Merino sheep, Carcass traits, CTSK gene, Blood parameters, PCR-
SSCP.
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